Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.044; wR factor = 0.132; data-to-parameter ratio = 13.5.
Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1 2 ; Ày þ 1 2 ; z À 1 2 ; (ii) Àx; Ày þ 1; Àz þ 2.
Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). applications, the crystal structure determination of the titled β-lactam derivative was carried out.
In the title compound ( Fig. 1) , the β-lactam ring makes a dihedral angle of 10.33 (14)° with a isoxazole ring (N2/03/C17/C18/C19), a dihedral angle of 40.33 (14)° with the methoxy phenyl ring and a dihedral angle of 70.05 (16)° with the unsubstited phenyl ring. The dihedral angle between the isoxazole ring and the unsubstited phenyl ring (C20/C21/C22/C23/C24/C25) is 81.42 (12)°, which shows that they are almost orthogonal to each other. The dihedral angle between the isoxazole ring and the unsubstited phenyl ring (C11/C12/C13/C14/C15/C16) is 80.38 (14)°, which shows that they are also almost orthogonal to each other. The isoxazole ring makes a dihedral angle of 40.35 (12)° with the chlorolophenyl ring. 
Experimental
To a solution of the N-benzylideneaniline oxide (1 mol) in dry acetonitrile (20 ml) was added (E)-4-(3-(4-chlorophenyl)-3-oxoprop-1-enyl) -1-(4-methoxyphenyl)-3-phenylazetidin-2-one (1 mol) under N 2 atmosphere. The reaction was refluxed for 48 hours. After the completion of the reaction the solvent was distilled off under reduced pressure and the crude product was purified by column chromatography using 9:1 mixture of hexane-ethyl acetate. Crystallization of the pure compound was done using 1:1 mixture of chloroform-ethyl acetate.
Refinement
The hydrogen atoms were placed in calculated positions with C-H = 0.93 Å to 0.98 Å and refined using a riding model with fixed isotropic displacement parameters: U iso (H) = 1.5U eq (C) for the methyl group and U iso (H) = 1.2U eq (C) for the remaining H atoms. 
Computing details

4-[4-(4-Chlorobenzoyl)-2,3-diphenylisoxazolidin-5-yl]-1-(4-methoxyphenyl)-3-phenylazetidin-2-one
R int = 0.050 θ max = 25.1°, θ min = 1.6°h = −12→11 k = −20→19 l = −21→17 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.044 wR(F 2 ) = 0.132 S = 0.w = 1/[σ 2 (F o 2 ) + (0.0566P) 2 + 0.7516P] where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.29 e Å −3 Δρ min = −0.41 e Å −3
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 109.5 C25-C20-C21 119.0 (2) O1-C2-C3 124.4 (2) C25-C20-N2 118.8 (2) O1-C2-C7 116.1 (2) C21-C20-N2 121.9 (2) C3-C2-C7 119.4 (2) C22-C21-C20 119.9 (2) C2-C3-C4 119.6 (2) C22-C21-H21 120.1 C2-C3-H3 120.2 C20-C21-H21 120.1 C4-C3-H3 120.2 C23-C22-C21 120.6 (3) C5-C4-C3 121.2 (2) C23-C22-H22 119.7 C5-C4-H4 119.4 C21-C22-H22 119.7 C3-C4-H4 119.4 C22-C23-C24 119.5 (3) C4-C5-C6 119.3 (2) C22-C23-H23 120.2 C4-C5-N1 120.9 (2) C24-C23-H23 120.2 C6-C5-N1 119.8 (2) C23-C24-C25 120.9 (3) C7-C6-C5 119.7 (2) C23-C24-H24 119.5 C7-C6-H6 120.2 C25-C24-H24 119.5 C5-C6-H6 120.2 C24-C25-C20 120.0 (3) C6-C7- 
